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Lactic Acid Bacteria Specific Flora Analysis for Starter Culture Selection
— Starter Culture Selection for Fermentation of Soba Sprout Extract —
Hiroshi TAKAGI, Toshiya OHTA, Keita MUROFUSHI, Osamu YAMAGUCHI

Denaturing gradient gel electrophoresis (DGGE) profiles of PCR amplified V3 region of 16S rRNA genes
were used to microbial flora analysis. In this paper, we have developed lactic acid bacteria (LAB) specific flora
analysis method based on typical PCR-DGGE protocol of total bacteria flora analysis. LAB 16S rRNA specific
PCR primer pair was designed and used to amplify LAB derived 16S rRNA gene from fermented soba sprout
extract as 1st PCR. After that, V3 region of 16S rRNA gene was amplified with GC-clamp using standard
DGGE primer pair for total bacteria as 2nd PCR. LAB derived DGGE bands were selected and condensed with
Ist PCR process which enabled to detect minor LAB such as Leuconostoc citreum in the fermented soba sprout
extract. In addition, the electrophoretic mobility of those LAB derived DGGE bands were not affected by 1st
PCR process. The results showed that our method is quite effective to analyze LAB flora in fermented food to

identify important species and to develop LAB starter culture for fermentation.
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2). 3) ICXVRBL=PCRILJE#ZDGGE THENTL
TR 2127 F, PCR-DGGEEIZ X5 — il &
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Leucobacter&, WpWNAEFE (Enterobacteriaceae) 0
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Eal &4 A4t 1 AccessionNo.  FH[RIME (%)
S4-4  Leuconostoc pseudomesenteroides ~ KF879157 100
Al Lactobacillus plantarum KF192886 99
Cl Enterococcus casseliflavus AB681222 100
C2 Pediococcus pentosaceus NR 075052 100
E2 Lactococcus lactis JX119011 99
E3 Lactobacillus brevis F1532366 99
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