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Methane fermentation of food waste (2nd Report)
— Isolation of oil degrading microorganisms for pretreatment of food waste —

Keita MUROFUSHI, Daisuke NAKASHIMA, Kazuhiro OHTARA, Hidenori MATSUMURA
and Mitsuaki MOCHIZUKI

Methane fermentation is a microbial reaction and a promising technique to create renewable energy from
biomass such as food waste. However, the reaction was strongly prohibited when the biomass contains high lev-
els of lipid. In this study, lipid degrading microorganisms were isolated from activated sludge to develop a lipid-
degrading pretreatment system for efficient methane fermentation of lipid-rich food wastes. Strain-01, which was
estimated as yeast Yarrowia lipolytica, showed high performance in soy bean oil and beef tallow degradation.
It is expected that microbial pretreatment process using the Strain-01 enhance methane fermentation of lipid-rich

food waste.
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